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Mass spectrometry based analysis of phosphorylated proteins has become
a very powerful tool in elucidating how stimulants activate certain
downstream signaling networks and its effect on cell function. Given their
low stoichiometry, several phosphoenrichment strategies has been
employed, yet, each strategy has its advantages and limitations. In this
poster, we present a comprehensive phosphoenrichment strategy for

analysis of complicated biological samples using a combination of three 1377 3705

different but complimentary approaches. 24.94%

ERLIC/IMAC

Introduction

Post-translational modification of proteins plays a critical role in regulating
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achieving a truly comprehensive detection of phosphopeptides in complex and reproducible phosphoproteomic studies.

biological samples.
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detection was further improved by packing home-made columns using silicon-based frits. tyrosine residues, namely Y974, Y1086, Y1048, and Y1173. EGF stimulation resulted in

phosphorylation of EGFR at even more tyrosines and an overall higher level of modification.





